Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.028; wR factor = 0.073; data-to-parameter ratio = 15.3.
Data collection
Bruker Kappa APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.454, T max = 0.546 9488 measured reflections 2545 independent reflections 1931 reflections with I > 2(I) R int = 0.026 Refinement R[F 2 > 2(F 2 )] = 0.028 wR(F 2 ) = 0.073 S = 1.04 2545 reflections 166 parameters H-atom parameters constrained Á max = 0.30 e Å À3 Á min = À0.34 e Å À3 Table 1 Hydrogen-bond geometry (Å , ) .
Cg1 is the centroid of the C1-C6 benzene ring. Symmetry codes: (i) Àx þ 1 2 ; y À 1 2 ; Àz þ 3 2 ; (ii) x À 1 2 ; Ày þ 1 2 ; z À 1 2 .
Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON.
is now described. The crystal structures of 3,4-dimethyl-N-(3-nitrobenzylidene)aniline and 3,4-dimethyl-N-(4-nitrobenzylidene) aniline (Unver et al., 2010) have been published which are related to the title compound.
The title compound is almost planar with r.m.s. deviation of 0.0487 Å, with maximum deviation of 0.1043 (11) Å for Br atom from the mean square plane. There exist intramolecular H-bonding of O-H···N type with S(6) ring motif (Bernstein et al., 1995) . There exist weak C-H···π interactions (Table 1) in the crystal.
Experimental
Equimolar quantities of 3,4-dimethylaniline and 5-bromosalicylaldehyde were refluxed in methanol along with few drops of acetic acid as catalyst for 1 h. The solution was kept at room temperature which affoarded yellow prisms of the title compound after two days.
Refinement
The H-atoms were positioned geometrically (C-H = 0.93-0.96 Å, O-H = 0.82 Å) and refined as riding with U iso (H) = xU eq (C, O) where x = 1.5 for hydroxy & methyl and x = 1.2 for other H-atoms.
Computing details
Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON (Spek, 2009 View of the title compound with displacement ellipsoids drawn at the 50% probability level. The dotted line represents the intramolecular hydrogen bond. Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
4-Bromo-2-{(E)-[(3,4-dimethylphenyl)imino]methyl}phenol
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
Hydrogen-bond geometry (Å, º)
Cg1 is the centroid of the C1-C6 benzene ring. Symmetry codes: (i) −x+1/2, y−1/2, −z+3/2; (ii) x−1/2, −y+1/2, z−1/2.
